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GAA4GH Driver Project:
Beacons to Discover Data

position

Do you have any
genomes with an “A” at

100,735 on

chromosome 37?

| can neither
confirm nor
deny that
request

(g

https://ega. crg. eu/beacon/#/

EGA o451

Query available datasets

Select a dataset:

Reference genome:

Chromosome

Position:

Alicie:

Boacon search history

using the form at left side.

EGA Beacon

ANl GRCh37 (87247782 variants)

GRCN37

1

o

A

This Beacon is based on the GA4GH
Beacon API 0.2. Please, keep in mind that
Indel queries are not supported yet.

There were no previous searches yet. Please, perform a search query by

EMBL-EBI :

Usemame Password Login
Note: The EGA archives a large number of datasets, Some of which are available. if you have an account on
this website, you can access to catasets. To access Gatasets can be done by contacting

the relevant Data Access Committee (DAC). whose details are displayed on the Dataset description page under "Who
controls access 1o this cataset® (click on the Dataset ID to go to the Dataset page). Once you have access to 2
cataset, you will be abie to query 1t at EGA Beacon.

EGAID ~  Short title ~ Access type
EGADO0001000 Low-coverage whoie genome sequencing: variant calling, genotype cail
EGADO0001000 This sampie set comprises Cases of schizoptvenia with additional cogniti.
EGADO0001000 This sampie set of UK origin consists of clinically identfied subjects with
EGADO0001000 The sampie selection consists of subjects with schizophrenia (S2). autis.
EGADO0001000 The MGAS (Molecular Genetics of Autism Study) sampies are from a ciini.
EGADO0001000 Two Groups of sampies with diagnosis of schizophrenia or schizoaffectv.
EGADO000 1000 The BIONED (Biomarkers for Crildhood onset neuropsychiatric disorders)
EGADO0001000 The Tampere Autism sampie set consists of sampies from Finnish subjec.
EGADO0001000 The entire sampie coliection consists of 2756 indivicuais from 458 familie
EGADO0001000 Samples from three sources: the Genetics and Psychosis (GAP) set cons
EGADO0001000 Low-coverage whole Genome sequencing: variant caling, genotype calll

EGADODO00000 Procardis study for coronary artery disease. GWAS study. 3352 cases
00010000 Summary statistcs from Haemgen RBC GWAS (Anermial

EGADOOOOO00O Aggregate results from a Case-control study on stroke and ischemic stro.

EGADO0O00000 WNT-signaling and Dupuytren's Discase. GWAS analysis. 856 cases - 28

EGADO000 1000 These sampies are a subset of a nationwide collection of Finnish autism

These Finnish schzophrena sampies have been coliected from a popula

These affocted schizophrenia families have been agNOsed USing the SA

This is an Irish sampie set of individuals with ASD (approximately 50% wi.
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This sampie set consists of subjects with schizophrenia recruited from
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